Abstract
1. Introduction ripening (Fleet, 1990; Deak and Beuchat, 1996) . The 39 occurrence of yeasts in cheeses may contribute 40 35 The main group of micro-organisms generally positively to the flavour development during the 41 36 associated with cheese is composed by lactic bacteria stage of maturation or, on the contrary, may lead to 42 37 although, nowadays, it is well recognised that yeasts product spoilage (Fleet, 1990) . The recovery of isolated from cheese play a significant role in its yeasts in high numbers (e.g. 10 -10 CFU / g) and 44 their ability to hydrolyse the milk fat suggest that 45 cheese organoleptical characteristics might be in- fects (Fleet, 1990 ). In addition, the defect of cheese according to: (i) 50% of the total colonies when the 97 56 surface discoloration has been recently related with number of counts was between 0 and 10; (ii) 10% of 98 57 yeast activity dilutions were prepared and 1 ml was incorporated in colour of the medium from yellow to intense pink. Cultures were inoculated in GYP broth containing after a ripening period of 30 days (Fig. 1 ). In the The physiological characterisation of these 344 209 166 2.4.6. Proteolytic activity strains is also shown in Table 1 . The overall charac-210 167
Strains were inoculated on plates of milk medium teristics were similar in both producing seasons good at the genus level (5%). A total of 35 isolates (see Table 2 ). Candida intermedia and C. zeylanoides (Table 2) . assigned to C. zeylanoides and was absent from D. The number of strains is indicated between brackets. Yeast counts measured in the cheese at the end of to determine this activity (Clausen et al., 1997) . and Beuchat (1996) this proportion is 15%. Thereto high NaCl concentrations (Fleet and Mian, 1987 The main differences from the cheese related Callon, C., Chataud, J., Vanderbecken, F., Larpent, J., 1994. 600 557 species reported in literature concern the absence of
